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<211> 2243 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1929823CB1 

<400> 7 

ctaaaacaga agaatcttag cactgagata 
aattccaagt tgacgttcaa tcagctgctg 
gttgtctcta caggagtggc catagcctgc 
aacttagagt tcctgaagac acacagtaac 
gtgtcctgca ttaatctggc cgtgccatgc 



agggagaacc tgtcagagct ccgtcaggag 60 
acccgcttct ctgcctacat ggtagcctgg. 120 
tgtgcagccg tttattacct ggctgagtac 180 
cctggggcgg tgctgttact gcctttcgtt 240 
atctactcca tgttcaggct tgtggagagg 300 
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tacgagatgc cacggcacga agtctacgtt ctcctgatcc gaaacatctt tttgaaaata 360 
tcaatcattg gcattctttg ttactattgg ctcaacaccg tggccctgtc tggtgaagag 420 

tgttgggaaa ccctcattgg ccaggacatc taccggctcc ttctgatgga ttttgtgttc 480. 

tctttagtca attccttcct gggggagttt ctgaggagaa tcattgggat gcaactgatc 540 
acaagtcttg gccttcagga gtttgacatt gccaggaacg ttctagaact gatctatgca 600 

caaactctgg tgtggattgg catcttcttc tgccccctgc tgccctttat ccaaatgatt 660 
atgcttttca tcatgttcta ctccaaaaat atcagcctga tgatgaattt ccagcctccg 720 

agcaaagcct ggcgggcctc acagatgatg actttcttca tcttcttgct ctttttccca 780 

tccttcaccg gggtcttgtg caccctggcc atcaccatct ggagattgaa gccttcagct 840 

gactgtggcc cttttcgagg tctgcctctc ttcattcact ccatctacag ctggatcgac 900 

accctaagta cacggcctgg ctacctgtgg gttgtttgga tctatcggaa cctcattgga 960 

agtgtgcact tctttttcat cctcaccctc attgtgctaa tcatcaccta tctttactgg 1020 

cagatcacag agggaaggaa gattatgata aggctgctcc atgagcagat cattaatgag 1080 

ggcaaagata aaatgttcct gatagaaaaa ttgatcaagc tgcaggatat ggagaagaaa 1140 

gcaaacccca gctcacttgt tctggaaagg agagaggtgg agcaacaagg ctttttgcat 1200 

ttgggggaac atgatggcag tcttgacttg cgatctagaa gatcagttca agaaggtaat 1260 

ccaagggcct gatgactctt ttggtaacca gacaccaatc aaataagggg aggagacgaa 132 0 

aatggaatga tttcttccat gccacctgtg cctttaggaa ctgcccagaa gaaaatccaa 1380 

ggctttagcc aggagcggaa actgactacc atgtaattat caaagtaaaa ttgggcattc 1440 

catgctattt ttaatacctg gattgctgat ttttcaagac aaaatacttg gggttttcca 1500 

ataaagattg ttgtaatatt gaaatgagcc tacaaaaacc taggaagaga taactaggga 1560 

ataatgtata ttatcttcaa gaagtgtgtg caggaatgat tggttcttag aaatctctcc 1620 

tgccagactt cccagacctg gcaaaggttt agaaactgtt gctaagaaaa gtggtccatc 1680 

ctgaataaac atgtaatact ccagcaggga tatgaagcct ctgaattgta gaacctgcat 1740 

ttatttgtga ctttgaacta aagacatccc ccatgtccca aaggtggaat acaaccagag 1800 

gtctcatctc tgaactttct tgcgtactga ttacatgagt ctttggagtc ggggatggag 1860 

gaggttctgc ccctgtgagg tgttatacat gaccatcaaa gtcctacgtc aagctagctt 1920 

tgcagtggca gtaccgtagc caatgagatt tatccgagac gcgattattg ctaattggaa 1980 

attttcccaa taccccaccg tgatgacttg aaatataatc agcgctggca atttttgaca 2040 

gtctctacgg agactgaata agaaaaaaga aaagaaaaga aattagctgg gtgcgatggc 2100 

ttatgcctgt aatcccggca ctttgggagg ctgaggcaag cggatcactt aatgtcagga 2160 

gttcaagacc agcctggcca acatggtgaa accccgtctc tactaaggat aaaaaaactg 2220 

gctgggcgtg gtggtacatg cct 2243 

<210> 8 

<211> 630 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2050566CB1 

<400> 8 

taaactggga gctgtacgtg gatgggagca gcttcaccaa cctctgcaaa gtgactcaga 60 

aaaagccctg ctccagtcac acccggaagc tgactggtcc acgcatggcc gaagcatgag 120 

gaagctcatc gttagattca tttttcttaa attttggact tatacagtaa gggcttcaac 180 

taaccttact caaaatgggg actgttccca gtgtatttat caggtcaccg aagtaggaca 240 

gcaaattaaa acaatctttc tgttctatag ttattatgaa tgtatggaaa cattaaaaga 300 

aacttgtttg tataatgcca ctcagtacaa ggtatgtagc ccgagaaatg accgacctga 360 

tgcgtgttat aacccatctg agcccgctgc aaccaccgtt tttgaaataa gaactggcct 420 

tttgctaggt gatacaagta aaataataac tagaacagaa gaaaaagaaa tccccaagca 480 

aataacttta agatttgatg cttgtgcagc cattaatagt aaaaagctag aaataggatg 540 

tggttctctt aactgagaaa ggagctaaag agtagaaaat aaatatgttt gtcatgagtc 600 

aggggtttgt aaaaattgtc ctattgccag 630 



<210> 9 

<211> 1790 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2479425CB1 
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<400> 9 

tctgggagct 

tgccagctcc 

aggtgtctgc 

tgacggtgca 

agcacacaca 

caactctgca 

atgctgagcg 

gcatggtagt 

agtggattca 

cccacgtgga 

gtcggatcgg 

cagcaggccg 

ggcccggccg 

atgagggccg 

aggctgccag 

ggtctgggac 

tgcgggagga 

gcggggagac 

ggctggccgc 

cccagctggt 

gaggccctgt 

tggggcccga 

actacagctg 

tgcatgccct 

ctggtgccac 

gatcccttac 

cctctggttg 

ccactaccca 

cctctggcct 

gaattagttt 
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cacagtttat 
cagccctccc 
tgccccccca 
tgaggggcag 
cctggcagtg 
ggaagtggtg 
attggctgca 
agggggtgcc 
ggatcctgat 
tgtgcagacg 
cccaggggag 
tcatgctgca 
cctggtagcc 
acacattgcc 
gcctggtgat 
ccggcttcgt 
aggtgtggtg 
tgcctccctg 
cagctggtgg 
gggtggcgta 
cagcgtagag 
ggatgaaggc 
gtaccaggcg 
ggacacccta 
tgtccttggt 
tccccaggtc 
cctggacacc 
gaatgggaga 
tctgttcttg 
ttctaaaatg 



ttagggagat 
tcactccagc 
gggccccgag 
gagctggcac 
tcctttgggc 
ggaatccggt 
ggggagcttc 
caggcagggg 
ggcagctggg 
ctgtccagcc 
cccttggaac 
tactctgtag 
cagctggaca 
atggagaagg 
gcgggcacct 
gaagcagcca 
ctggaggctg 
ctgtgcaaca 
gtggagcgac 
ggccaggatg 
ctggtggggc 
gtgtaccact 
ggcagtgccc 
tttgtgcctc 
accatcactt 
ttgcaggtgt 
ctctccctct 
cgtgcctccc 
atctcttagg 
tgaataaact 



aggctataca 
tgttctctcc 
gccgccaggc 
tgggctgcct 
gatctgtgcc 
cagacttggc 
gtctgggcaa 
acgcaggcac 
cccagattgc 
agctggcagt 
tgctgtgcaa 
gttgggagat 
cagagggtgt 
tggcatccag 
accgctgcct 
gtgcccgttc 
tggcatggct 
tctctgtgcg 
cagaggacgg 
gtgtggcaga 
cccgaagcca 
gtgcccccag 
gctcagggcc 
tgctggtggg 
gctgcttcat 
cgactgtctt 
gtccactctt 
cttccccact 
gatcctatag 
tgttttataa 



caggaaacag 
agttcttcca 
cccaacctca 
ggcgaggaca 
cgaggcacca 
cgtggaggct 
ggaagggacc 
ctaccactgc 
agagaaaagg 
gacagtgggg 
tgtgtcaggg 
ggcacctgcg 
gggcagcctg 
aacataccgg 
cgccaaagcc 
ccggcctctc 
agcaggaggc 

gggtggcccc 

agagctcagc 
gctgggagtc 
tcggctgaga 
cgcctgggtg 
tgttacagtc 
tacaggggtg 
gaagaggctt 
ccggcccagc 
cctttaattt 
ccttccctcc 
ggaggccatt 
aaaaaaaaaa 



taacaagggc 
gatgtcctcc 
cccccacgca 
agcacacaga 
gttgggcggt 
ggagctccct 
gatcggtacc 
actgccgctg 
gccgtcctgg 
cctggtgaac 
gcacttcccc 
ggggcacctg 
ggccctggct 
ctacggctag 
tatgttcgag 
cctgtacacg 
acagtgtacc 
ccaggactgc 
tctgtccctg 
cggcctggag 
ctacacagct 
cagcatgccg 
tacccctaca 
gccctagtca 
cgaaaacggt 
tccaagccct 
atttgacctc 
caagcccctc 
tcctgtcctg 



60 
120. 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1790 



<210> 10 

<211> 651 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3073609CB1 



<400> 10 

ggaagagacg 

cacgcccagc 

tcgagaccac 

cttcctggcg 

agcggcccgg 

gctggtgccg 

gctggccaag 

acaggctggg 

tggggcccaa 

cccatcctga 

accccggggt 



gcgctggaac 
aaggccggtg 
ttgatctggt 
ctggcctact 
cgttttggc t 
ccactgctgc 
gactctgccg 
tcctgatctg 
tactgactcc 
tcctggggcc 
cttcacccta 



ccatggacac 
cccacacagc 
cggtgttcag 
ccatcaaggc 
ccaaagccaa 
tcctggggct 
ccttcttcag 
gggcactagc 
ccggagcctg 
ctccagcccc 
acccgagagt 



ggcgtatccc 
cctcacactg 
caccctctac 
ccgagatcag 
gtgctacaac 
ggtggtgact 
caccaagttt 
cccaggacac 
gccctccttc 
aacatgggca 
tcccgggccc 



cgcgaggaca 
gcggccccgc 
ctgaatctgt 
aaggtggttg 
atcctggccg 
ggtgccctgc 
gatgacgcgg 
tgaccccagg 
tgtggggcct 
cctaaggctg 
taactc tgcc 



cccgggcccc 
accccccgcc 
gttgcctcgg 
gtgacctgga 
cgatgtggac 
acctggcccg 
actatgactg 
ctgctgcccc 
ccatccctgc 
aaccagtcag 
c 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
651 



111 



